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1.

W REHE 2. C-1 and C-653FILICIRE - HRIREHERRIERILI pyruvate BRETIREZ FIMREEMR « O
methyl carbon. @ all three carbons. @ its carbonyl carbon. @ its carboxyl carbon.

THHLR BRI R R A A (EFRRYREIATFOR, (starting material) ? © acetate. @ lactate. @ glycerol.
@ Oxaloacetate.

T5#&Bpentose phosphate pathway ZRUREIZEIERE ? O HFIFHL mole FEMESFEELE 36 mol of ATP.
@ HiEf—(EL nole ARIMEN TRIFELS moles B CO, @ HRMFAERMEY » TREIERE.
@ [ERIERHE nucleotidesH Bl RTHEYY - |

glycogen phosphorylaseZ DIRER : O ELA(1 — 4) bondsZZifE. @ ML (al - 4) bondsZZifE. @ {&
F glucose 6-phosphate FEE. @ B glucose FHELH -

FH{[% cofactors 28T pyruvate to acetyl-CoA ZH{tER: D Pyridoxal phosphate, FAD, and lipoic acid
@ TPP, lipoic acid, and NAD* @ Biotin, NAD", and FAD @ NAD", biotin, and TPP

Malonate & succinate de,hydrosenase . competitive inhibitor » ‘& malonate FFNTFAKAREEBURIRT » RUH
{TRERSZ BEERE? © Fumarate. @ Citrate. @ Succinate. @ Pyruvate.

acetyl-CoA A citric acid cycle ZERGETITERRTHL ? O % [AMP] . @ the ratio of
[ATP)/[ADP] is high. @ the ratio of [ATP}/[ADP is low. @ the ratio of [NAD'}/[NADH] s high.
hormone-sensitive triacylglycerol lipase Z AR ? O KEEWILEENTE. © KE=EHHISIG#
SRR, O ARSI, © TS REE S |

FIRGHBA glycolysis B8 gluconeogenesis KBRS : @ 3-phosphoglycerate kinase. @ glucose

6-phosphatase. @ hexokinase. @ pyruvate kinase.

10. THTEERTERNS B EREEEY £/FR< 8% O 3-phosphoglycerate kinase. Daldolase. @

phosphofructokinase-1. @ phosphoglucoisomerase.
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1. FHLLEE glycolysis B2 gluconeogenesis ZZEHR (20 %) °

2. AV glycolysis $8 gluconeogenesis B AFRSSTERER 5 XA TIRIE ? (20 %)

Glucose

haxokinose glucoso S-phosphatase
Glucose &phosphate

phosphohame isocmerase

Fructose 6-phosphate €
| o phe 1 1 s-bwphosvlm
e Fructose 1,6-bisphosphate ~

aldolase
Dihydronacetone Dihydroxyacetone
phosphate phosphate

N, | o

(z) Glyceraldehyde 3-phosphate Gluconiils

glycoraldehyde phosphate
dohydrogonace

(2) 1,3-Bisphosphoglycerate

phosphoglycerate kinaso
(2) 3-Phosphoglycerate -

phoephoglycorate mutase
(2) 2-Phosphoglycerate

ﬂenolm % QE‘ ;1\:3 E
(2) Phosphoenolpyruvate (\
PEP carboxykinase

pyruvate kinnse (2) Oxaloacetate

pyruvate carboxylase
(2) Pyruvate



