
- .~ o(BHIm 5:5t ' ott 30:5t) 

l. 1:E gluconeogenesis ~f.§l.ep , F.S1IiJ first bypass ~*.!l!;!!!\~m!$m~=r:J.V.w ? 

(a) ::t~F.SlIf~ ATP (b) ::t~mllf~ NADH (c) ::t~m11,H~ NAD+ 

2. 1:E catabolic pathway ep , iiifillM (glucose) I'!J C-4 (1:Elj'z~ 41'!J@!!Jif'f) 1:Eloj [);'¥{"t 

i1lf:5tIWF.S CO2 ? 

(a) :tE pyruvate .~P.X acetyl-CoA 1'!J:J.V~ep (b) :tE~A citric acid cycle epi¥.Jm-;:)z 

f1Eliillif (c) {£~A citric acid cycle epi¥.J~=;:)Zmllii~ (d) {£~A citric acid cycle ep 

i¥.Jm - ;:)zQX;J!1f;:)zl-:,l~&i¥.Jmll:ii1lif 

3. T~1J11iJ=tf1'F.S glycolysis ~f.§l.ep8j::t~1QJifjUI2SJ'f (major inhibitor) ? 

(a) F2,6BP (b) ATP (c) citrate 

4. T7IHIiJ~1'm gluconeogenesis ~f.§l.epi¥.J::t~:tmifjlJllI'f (major inhibitor) ? 

(a) F2,6BP (b) AMP (c) citrate 

5. T~1J11iJ~1'F.S carbohydrate metabolism i¥.J regulation site? 

(a) isocitrate ..... n-ketoglutarate (b) glucose-e-phosphate ..... fructose-e-phosphate 

(c) OAA ..... PEP 

6. T~1J11iJ~F.S glycolysis ~f.§l.epB"JjJR$~:J.VW (rate-limiting step) ? 
(a) the breakdown of glycogen (b) the isomerization of glucose-6-phosphate to 

fructosc-o-phosphate (c) the phosphorylation of fructose-6-phosphate 

= '~T~IJ:5t'fi¥.J{t~f.tim ·(m+1m 5:5t ' ott 25 :5t) 

I. guanine 

2. alanine 

3. serine 

4. lysine 

5. D- fructose 

-=- '~~~M~t'f::&E (double-helical DNA) ;L:lI.imf.tim ' &~J.E~t'f::&E*,a~flj;L{'Fffl 

1J·(l5:5t) 

I1!l '1IM*<{{lHt&:Jj'gep , ~[]iliJ],g;5jIJ3't'l!i (substrate) W:t[jlfljlJl!\'U (inhibitor) rB9F.Slll'l.'¥~ 

&:Jj'g ( competitive inhibition) QX;~Flll'l.~~&:JI! ( noncompetitive inhibition) ? (15:5t) 


